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1 GTGAGATGGT GCTTTCATGA ATTCCCCCAA CAAGAGCCAA GCTCTCCATC 50 

• » * • « 

51 TAGTGGACAG GGAAGCTAGC AGCAAACCTT CCCTTCACTA CGAAAGTTCA 100 

• * • i • 

101 TTGCTTGGCC CAAAAGAGAG TTAATTCAAT GTAGACATCT ATGTAGGCAA 150 

• * # • i 

151 TTAAAAACCT ATTGATGTAT AAAACAGTTT GCATTCATGG AGGGCAACTA 200 

• • • t « 

201 AATACATTCT AGGACTTTAT AAAAGATCAC TTTTTATTTA TGCACAGGGT 250 

• • • * « 

251 GGAACAAGAT GGATTATCAA GTGTCAAGTC CAATCTATGA CATCAATTAT 300 
M D Y Q V S S P I Y D I N Y 

• # » • « 

301 TATACATCGG AGCCCTGCCA AAAAATCAAT GTGAAGCAAA TCGCAGCCCG 350 
YTS EPCQ KIN V KQ I A A R 

« • < • • 

351 CCTCCTGCCT CCGCTCTACT CACTGGTGTT CATCTTTGGT TTTGTGGGCA 400 
LLP PLY S L V F I F G F V G 

• • * • • 

401 ACATGCTGGT CATCCTCATC CTGATAAACT GCAAAAGGGT GAAGAGCATG 450 
N M L V I L I LIN C K R L K S M 

« » « i • 

451 ACTGACATCT ACCTGCTCAA CCTGGCCATC TCTGACCTGT TTTTCCTTCT 500 
T D I YLLN LA I SDL FF'LL 

• • 1 4 » 

501 TACTGTCCCC TTCTGGGCTC ACTATGCTGC CGCCCAGTGG GACTTTGGAA 550 
T V P F W A H Y A A. A Q W D F G 

551 ATACAATGTG TCAACTCTTG ACAGGGCTCT. ATTTTATAGG CTTCTTCTCT 600 
N T M C Q L L T G L Y F I G F F S 

601 GGAATCTTCT TCATCATCCT CCTGACAATC GATAGGTACC TGGCTGTCGT 650 
GIF F I I L L T I DRY L A V V 
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651 CCATGCTGTG TTTGCTTTAA AAGCCAGGAC GGTCACCTTT GGGGTGGTGA 700 
H A V F A L K A R T V T F G V V ' 

701 CAAGTGTGAT CACTTGGGTG GTGGCTGTGT TTGCGTCTCT CCCAGGAATC 750 
T S V I T W V V A V F A S L P G I 

751 ATCTTTACCA GATCTCAAAA AGAAGGTCTT CATTACACCT GCAGCTCTCA 800 
I F T R S 0 K E G L H Y T C S S H 

801 TTTTCCATAC AGTCAGTATC AATTCTGGAA GAATTTCCAG ACATTAAAGA 850 
F p Y S Q Y 0 F W K N F Q T L K 

.851 TAGTCATCTT GGGGCTGGTC CTGCCGCTGC TTGTCATGGT CATCTGCTAC 900 
I V I L GLV LP L LVMV ICY 

901 TCGGGAATCC TAAAAACTCT GCTTCGGTGT CGAAATGAGA AGAAGAGGCA 950 
SGI L K T L L R C R N E K K R H 

951 CAGGGCTGTG AGGCTTATCT TCACCATCAT GATTGTTTAT TTTCTCTTCT 1000 
R A V R L I F T I M IVY F L F 

1001 GGGCTCCCTA CAACATTGTG CTTCTCCTGA ACAGCTTCCA GGAATTCTTT 1050 
W A P Y N I V L L L N T F 0 E F F 

1051 GGCCTGAATA ATTGCAGTAG CTCTAACAGG TTGGACCAAG CTATGCAGGT 1100 
G L N N C S S S N R L D Q A M Q V 

1101 GACAGAGACT CTTGGGATGA CGCACTGCTG CATCAACCCC ATCATCTATG 1150 
T E T L G M T H C C I N P I I y 

1151 CCTTTGTCGG GGAGAAGTTC AGAAACTACC TCTTAGTCTT CTTCCAAAAG 1200 
A F v . G E K F R N Y L L V F F Q K 
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1201 CACATTGCCA AACGCTTCTG CAAATGCTGT TCTATTTTCC AGCAAGAGGC 1250 
H 1 A K R F C K C C SI? Q Q E A 

1251 TCCCGAGCGA GCAAGCTCAG TTTACACCCG ATCCACTGAG GAGCAGGAAA 1300 
PER ASS V Y T R S T E E Q E 

1301 TATCTGTGGG CTTGTGACAC GGACTCAAGT GGG.CTGGTGA CCCAGTCAGA 1350 

I S V G L . * 

1351 GTTGTGCACA TGGCTTAGTT TTCATACACA GCCTGGGCTG GGGGTGGGGT 1400 
1401 GGAAGAGGTC TTTT 1414 
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4 QVSSP I YD 1 NYYTSEPCQK I NVKQ I AARLLPPL YSL VF I FGF VGNML V I L 53 

: ..::|.:| :. 1 1 • I :: 1 1 1 1 : 1 • 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I : I 
18 EEVTTFFDYOY. .GAPCHKFDVKQIGAQLLPPLYSLVF IFGFVGNMLWL 65 

54 I L I NCKRLKSMTD I YLLNLA I SOLFFLLTVPFWAHYAMQWDFGNTMCQL 103 

llll|.:|.::|||lllllllll|:||:|:|:|ll ||.:| MUM 
66 IL INCKKLKCLTDI YLLNLAISDLLFL I TLPLWAHSAANEWVFGNAMCKL 115 

104 LTGLYF IGFFSG IFF 1 1 LLT IORYLAWHAVFALKARTVTFGWTSVI TW 153 

MM 1 1 : 1 1 1 1 M 1 1 1 M M ! 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 

116 F TGLYH IGYFGG IFF 1 1 LLT I ORYL AI VHAVFALKARTVTFGWTSV I TW 165 

1 54 WAVFASLPG 1 1 FTRSQKEGLHYTCSSHFPYSQYQFWKNFQTLK I V I LGL 203 

:|IHI|:|IIII|::|I|: I 1 : 1 1 : |.||:|:. INI 
166 L VAVFASVPG 1 1 FTKCQKEDSVYVCGPYFPRG WNNFHT IMRN I LGL 211 

204 VLPLL VMV I CYSG I LKTLLRCRNEKKRHRAVRL 1 F T I M 1 VYF LFWAPYN I 253 

llll|:||||||||lllllllllllllllll|:|llllllllll|.|IM 
212 VLPLL I MV I CYSG I LKTLLRCRNEKKRHRAVRV I F T I M I VYFLFWTPYN 1 261 

254 VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCC I NP 1 1 YAFVGEK 303 

hllllllllllUI-l. -1111 1 1 M 1 1 1 1 ! II II M 1 1 1 1 1 1 1 1 1 

262 V I LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCC 1 NP 1 1 YAFVGEK 311 

304 FRNYLLVFFQKH I AKRFCKCCS I FQQEAPERASSVYTRS .' . . TEEQE I SV 350 

||..: : :. :|| .: |..: .. |::. .| |.: . :.: |: 
312 FRSLFH 1 ALGCR I A . PLQKPVCGGPGVRPGKNVKVTTQGLLDGRGKGKS I 360 

351 G 351 
I 

361 G 361 
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